Applicants: Guo 
U.S.S.N.: 09/981,151 

REMARKS 

Claims 50-68 are currently pending. Claims 50-68 have been rejected under 35 U.S.C. 
101, 1 12 first paragraph and Claim 51 has been rejected under 35 U.S.C. 1 12 second paragraph. 

Specification 

Applicant acknowledges that the Examiner has not considered GeneBank Accession 
Number 015184, that was listed on the PTO-1449, but not received. Applicants have enclosed a 
copy of the reference herewith. 

The Examiner has identified sequences that apparently appear in the specification without 
the required SEQ ID NO's. The specification has been amended herein to clarify and/or correct 
such as follows: 

Page 21-23, Table II spanning contains sequences that are identified as SEQ ID NO:2, SEQ ID 
NO:4, SEQ ID NO:6 and SEQ ID NO:8 (see page 23, lines 15-18); the Table has been amended 
to clarify SEQ IDNOs. 

Pages 24-32, Table IK contains sequences that are identified as SEQ ID NO:2, SEQ ID NO:4, 
SEQ ID NO:6, SEQ ID NO:8, SEQ ID NO:30 5 SEQ ID NO:31, SEQ ID NO:32, SEQ ID NO:33 
and SEQ ID NO:34 (see page 24, lines 1 1-26); the Table has been amended to clarify SEQ ID 
NOs. 

Page 32, lines 41-42 contains amino acid sequences that were inadvertently not identified with 
SEQ ED NOs. The specification has been amended to correct this and a new Sequence listing is 
provided herewith. 

Pages 33-34, Tables 1L, 1M and IN are herein corrected to clarify SEQ ID NO identification. 

Pages 41-44, Table 2D spanning contains sequences that are identified as SEQ ID NO: 10, SEQ 
ID NO:35, SEQ ID NO:36, SEQ ID NO:37, SEQ ID NO:38 and SEQ ID NO:39 (see page 41, 
lines 6-14); the Table has been amended to clarify SEQ ID NOs. 

Pages 45-46, Table 2E and 2F are herein corrected to clarify SEQ ID NO identification. 

Pages 53-55, Table 3F contains sequences that are identified on page 53 lines 6-21; the Table has 
been amended to clarify SEQ ID NOs. 

Page 55, Table 3G is herein corrected to clarify SEQ ID NO identification. 
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Pages 61-62, Table 4D contains sequences that are identified on page 61, lines 5-14; the Table 
has been amended to clarify SEQ ID NOs. 

Pages 62-63, Tables 4E and 4F are herein corrected to clarify SEQ ID NO identification. 

Pages 68-70, Table 5D sequences are identified on page 68, lines 3-14; the Table has been 
amended to clarify SEQ ID NOs. 

Pages 70-74, Tables 5E, 5F, 5G, 5H, 51, 5 J, 5K, 5L, 5M and 5N are herein corrected to clarify 
SEQ ID NO identification. 

Pages 79-80, Table 6D sequences are identified on page 79, lines marked 5-15; the Table has 
been amended to clarify SEQ ID NOs. 

Page 80, Table 6E is herein corrected to clarify SEQ ID NO identification. 

Pages 85-86, Table 7D sequences are identified on page 85, lines marked 5-14; the Table has 
been amended to clarify SEQ ID NOs. 

Pages 86-87, Tables 7E and 7F are herein corrected to clarify SEQ ID NO identification. 

Pages 101-103, Table 9D sequences are identified on page 100, lines 20-25 to page 101, lines 1- 
6; the Table has been amended to clarify SEQ ID NOs. 

Page 103-104, Tables 9E, 9F, 9G and 9H are herein corrected to clarify SEQ ID NO 
identification. 

Page 1 12-1 13, Table 10E sequences are identified on page 1 13 at lines 15-16; the Table has been 
amended to clarify SEQ ID NOs. 

Page 114-115, Table 10G sequences are identified on page 1 14 at lines 2-14; the Table has been 
amended to clarify SEQ ID NOs. 

Page 116, Table 10H and 101 are herein corrected to clarify SEQ ID NO identification. 

Page 201, Tables 12-15 contain sequences that are identified in the far right column of each table 
as SEQ ID NOs: 108 through 119). 

No new matter has been added. 

The specification was objected to for containing embedded hyperlinks. The specification 
is herein amended to delete such hyperlinks, particularly at pages 13, 23-24, 32, 41, 45-46, 52- 
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53, 55, 61-63, 67-68, 70-74, 78-80, 84-87 5 100, 103-104, 1 13-1 14 and 1 16. No new matter has 
been added. 

Claims 

Claim 51 has been rejected under 35 U.S.C. 1 12 second paragraph as being indefinite as 
the claim pertains to "a mature form" which the Examiner contends is not identified in the 
application. However, applicants respectfully submit the application states beginning at page 
123, line 6: "a "mature" form of a polypeptide or protein include the cleavage of the N-terminal 
methionine residue encoded by the initiation codon of an ORF, or the proteolytic cleavage of a 
signal peptide or leader sequence." Further the specification states page 20, line 13: "The most 
likely cleavage site for a NOV la peptide is between amino acids 23 and 24, at: VAE-QV." 
NOV la and d have the same N-terminal amino acid sequence, see Table II, page 21, and 
therefore the same likely cleavage site, between amino acids 23-24, at VAE-QV. Applicants 
submit that the recitation is clear in view of the teaching in the specification and requests the 
rejection be withdrawn. 

Claims 50-68 have been rejected under 35 U.S.C. 101 as lacking patentable utility. 
Applicant respectfully disagrees. For example, the application teaches beginning at page 191 
methods of detecting quantitative expression of the nucleic acid molecules of the invention in a 
variety of normal and pathology-derived cells, cell lines and tissues using real time quantitative 
PCR (RTQ PGR). Results obtaining for the claimed nucleic acids are shown beginning on page 
200. Genes that show changes in expression in normal tissues as compared to pathological 
tissues, for example, are of particular utility. In this regard, Panel 2D results are of particular 
interest (Table 18, page 206). Table 18 shows the expression of NOV la and NOV Id as both are 
recognized by the same probe-primer sets. The panel includes matched sets of malignant and 
margin kidney tissue from 9 individuals. Strikingly, the normal tissue had consistently higher 
NOV1 gene expression as compared to the malignant samples. The same pattern is seen in 
ovarian carcinoma compared to normal tissue. These results are replicated in the attached 
Appendix A. One of skill in the art would recognize from these results that NOV1 gene 
expression may be used for example, to differentiate normal from malignant tissues especially 
for kidney tissues and this provides useful information in working up the diagnosis of a patient 
thought to have renal cancer. Applicant respectfully requests that the rejection be withdrawn. 



54 



Applicants: 
U.S.S.N.: 



Guo 

09/981,151 



Claims 50-68 are rejected under 35 U.S.C. 1 12, first paragraph as failing to comply with 
the enablement requirement. Applicants respectfully disagree. As discussed above, the 
specification teaches how to determine the expression profile of the claimed nucleic acid 



in differentiating normal from malignant tissues, particularly renal and ovarian tissue. Applicant 
respectfully requests the rejection be withdrawn. 



On the basis of the foregoing amendments and remarks, Applicants respectfully submit 
that this paper is fully responsive and that the pending claims are in condition for allowance. 
Such action is respectfully requested. If there are any questions regarding these amendments and 
remarks, the Examiner is encouraged to contact the undersigned at the telephone number 
provided below. 



molecules and have shown the claimed molecules have an expression pattern particularly useful 



CONCLUSION 



Ivor R. Elrifi, Reg. No. 39,529 
Cynthia A. Kozakiewicz, No. 42,764 
Attorney for Applicant 



Respectfully submitted 




c/o MESfTZ, LEVIN 
One Financial Center 
Boston, MA 021 11 
Tel: (617)542 6000 
Fax: (617)542 2241 



Dated: April 8, 2004 
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PANEL 2D 

^ A0 £jF Ag1313b Ag708 

CT Relative Expression CT Relative Ex 



1 


Normal Colon 


30.11 


18.40%^ 


31 .48 


28.30% 


2 


CC Well to Mod Diff (OD03866) 


31.82 


5.60%^ 


34.84 


2.80% 


3 


CC Margin (OD03866) 


32.42 


3.70% 




37.31 


0.50% 


4 


CC Gr.2 rectosigmoid (OD03868) 


33.05 


2.40% 




38.4 


0.20% 


5 


CC Margin (OD03868) 


36.47 


0.20% 




37.24 


0.50% 


6 


CC Mod Diff (ODO3920) 


36.9 


0.20% 




40 


0% 


7 


CC Margin (ODO3920) 


34.14 


1.10% 




36.68 


0.80% 


8 


CC Gr.2 ascend colon (OD03921) 


32.39 


3.80% 




35.63 


1.60% 


9 


CC Margin (OD03921) 


33.53 


1.70% 




35.32 


2% 


10 


CC from Partial Hepatectomy (ODO4309) MeU 


34.45 


0.90% 




36.75 


0.70% 


11 


Liver Margin (ODO4309) 


36.62 


0.20% 




40 


0% 


12 


Colon mets to lung (OD04451-01) 


33.28 


2% 




36.13 


1.10% 


13 


Lung Margin (OD04451-02) 


40 


0% 




40 


0% 


14 


Normal Prostate 6546-1 


33.61 


1.60% 




40 


0% 


15 


Prostate Cancer (OD04410) 


36.1 


0.30% 




38.54 


0.20% 


16 


Prostate Margin (OD04410) 


40 


0% 




40 


0% 


17 


Prostate Cancer (OD04720-01) 


38.59 


0.10% 




38.33 


0.20% 


18 


Prostate Margin (OD04720-02) 


34,2 


1.10% 




37.04 


0.60% 


19 


Normal Lung 


32.08 


4.70% 




34.59 


3.30% 


20 


Lung Met to Muscle (OD04286) 


30.49 


14.20% 


■ 


32.58 


13.20% 


21 


Muscle Margin (OD04286) 


35.74 


0.40% 




36.03 


1.20% 


22 


Lung Malignant Cancer (OD03126) 


32.41 


3.70% 




33.27 


8.20% 


23 


Lung Margin (OD03126) 


34.63 


0.80% 




36.73 


0.70% 


24 


Lung Cancer (OD04404) 


31.87 


5.40% 




32.75 


11.70% 


25 


Lung Margin (OD04404) 


32.36 


3.90%p 


34.27 


4.10% 


26 


Lung Cancer (OD04565) 


31.15 




34.03 


4.80% 


27 


Lung Margin (OD04565) 


40 


0%| 


40 


0% 


28 


Lung Cancer (OD04237-01) 


31.43 


7.40% 




34.59 


3.30% 


29 


Lung Margin (OD04237-02) 


35.21 


0.50% 




35.78 


1.40% 


30 


Ocular Mel Met to Liver (ODO4310) 


40 


0% 




40 


0% 


31 


Liver Margin (ODO4310) 


40 


0% 




40 


0% 


32 


Melanoma Metastasis 


28.88 


43.20%p^HH 


30.71 


48.30% 


33 


Lung Margin (OD04321) 


37.06 


0.10%| 


38.37 


0.20% 


34 


Normal Kidney 


27.67 


1 oo%fmmmmmmm 


29.66 


100% 


35 


Kidney Ca, Nuclear grade 2 (OD04338) 


30.09 


18.70%|m 


33.04 


9.60% 


36 


Kidney Margin (OD04338) 


29.49 


28.30%^H 


31.4 


29.90% 


37 


Kidney Ca Nuclear grade 1/2 (OD04339) 


30.94 


10.40%|i 


32.72 


12% 


38 


Kidney Margin (OD04339) 


29.23 


33.90%^M 


31.41 


29.70% 


39 


Kidney Ca, Clear cell type (OD04340) 


32.54 


3.40%|l 


34.72 


3% 


40 


Kidney Margin (OD04340) 


29.19 


34.90%^H 


31.05 


38.20% 


41 


Kidney Ca, Nuclear grade 3 (OD04348) 


30.24 


16.80%pi 


32.27 


16.40% 


42 


Kidney Margin (OD04348) 


29.16 


35.60%^™ 


31.18 


34.90% 


43 


Kidney Cancer (OD04622-01) 


35.63 


0.40%[ 


40 


0% 


44 


Kidney Margin (OD04622-03) 


32.09 


4.70%p 


33.98 


5% 


45 


Kidney Cancer (OD04450-01) 


29.88 


21.60%^ 


32.31 


15.90% 


46 


Kidney Margin (OD04450-03) 


29.04 


38.70%^H1 


31.06 


37.90% 


47 


Kidney Cancer 8120607 


36.08 


0.30%| 


40 


0% 


48 


Kidney Margin 8120608 


31.32 




33.33 


7.90% 


49 


Kidney Cancer 8120613 


33.11 


2.30%} 


35.19 


2.20% 



50 


Kidney Margin 8120614 


30.37 


15.40%^ 


31.78 


23% 


Ol 


Money cancer 90i0o2Q 


o r\ oo 

30.83 


11.20%p 


32.57 


13.30% 


CO 


l/iJna,. t 1. rrt ; n ftft4ftOO<t 

Kidney Margin 9010321 


OZ*l OT 

29.37 


30.80°/cJaH 


31.38 


30.40% 


CO 

00 


Normal Uterus 


31.45 


7.30% 




32.75 


11.70% 
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1 Hytrin** ftC Jl ft A A 

Uterine Cancer 06401 1 


32.22 


4.30% 




34.31 


4% 


cc 

00 


Normal Thyroid 


or Oft 

35.09 


0.60% 




37.76 


0.40% 


Oo 


i nyroia cancer 


A ft 

40 


0% 




40 


0% 


C7 

Of 


inyroid Cancer A3Q2 152 


33.99 


1.30% 




38.19 


0.30% 


CO 

00 


TUiiuU AiftKco 

inyroid Margin A302153 


33.35 


2% 




35.19 


2.20% 


59 


Ik 1 * _- _-|_T_ A 1 f "t — -± — 1 

Normal Breast 


OO 

32.57 


3.30% 




35.32 


2% 


60 


Breast Cancer 


32.57 


3.30%p 


34,68 


3.10% 


61 


Breast cancer (OD04590-01) 


o o *\ft 

32.09 


4.70%p 


33.37 


7.60% 


62 


Breast Cancer Mets (OD04590-03) 


31.67 


6.30%p 


34.21 


4.30% 


63 


Breast Cancer Metastasis 


34.72 


0.80%| 


37.78 


0.40% 


O. A 

64 


Breast Cancer 


32.26 


4.20%f 


33.87 


5.40% 


cc 

00 


Breast Cancer 


31.96 


5.10%^ 


33.85 


5.50% 


66 


Breast Cancer 9100266 


32.59 


3.30%f 


34.31 


4% 


67 


Breast Margin 9100265 


32.5 


3.50%f 


34.41 


3.70% 


CO 

68 


Breast Cancer A209073 


31.7 


6.1 0%f 


34.06 


4.70% 


eft 

69 


Breast Margin A209073 


32.01 


4.90% 




34.27 


4.10% 


70 


Normal Liver 


40 


0% 




40 


0% 


71 


Liver Cancer 


38 


0.10% 




40 


0% 


72 


Liver Cancer 1025 


40 


0% 




40 


0% 


73 


Liver Cancer 1026 


33.29 


2% 




34.98 


2.50% 


74 


Liver Cancer 6004-T 


40 


0% 




40 


0% 


75 


Liver Tissue 6004-N 


35.8 


0.40% 




40 


0% 


76 


Liver Cancer 6005-T 


33.32 


2% 




34.64 


3.20% 


77 


Liver Tissue 6005-N 


40 


0% 




40 


0% 


78 


Normal Bladder 


31.68 


6.20%p 


33.63 


6.40% 


79 


Bladder Cancer 


33.19 


2.20%| 


36.02 


1 .20% 


Oft 

80 


Bladder Cancer 


31.52 


6.90%^ 


33.7 


6.10% 


81 


Bladder Cancer (OD04718-01) 


30.42 


14.90%p 


32.54 


13.60% 


82 


Bladder Normal Adjacent (OD0471 8-03) 


31.04 


9.70%p 


33.19 


8.70% 


oo 

83 


Normal Ovary 


28.4 


60.30%pHI^H 


30.03 


77.40% 


84 


Ovarian Cancer 


29.3 


32.30%pHH 


31.27 


32.80% 


85 


Ovarian Cancer (OD04768-07) 


34.58 


0.80%| 


36.68 


0.80% 


86 


Ovary Margin (OD04768-08) 


30.96 


10.20% 




32.72 


12% 


87 


Normal Stomach 


33.08 


2.40% 




34.76 


2.90% 


88 


Gastric Cancer 9060358 


34.16 


1.10% 




36.13 


1.10% 


P.Q 


oiornacn Margin yuouooy 


oZAo 


3.60% 




33.74 


C ft AO/ 

5.90 % 


90 


Gastric Cancer 9060395 


36.31 


0.30% 




37.55 


0.40% 


91 


Stomach Margin 9060394 


34.14 


1.10% 




35.45 


1.80% 


92 


Gastric Cancer 9060397 


31.81 


5.70% 


1 


33.08 


9.30% 


93 


Stomach Margin 9060396 


34.72 


0.80% 




38.34 


0.20% 


94 


Gastric Cancer 064005 


33.77 


1.50% 




37.67 


0.40% 




I 



NCBI Sequence Viewer 



8 



Entrez 

Search 



APR 0 8 2004 



NC 



PubMed 



Protein 




^Sil®* 89 

Nucleotide 



Limits 



Preview/Index 



default 



Show: 20 



History Clipboard 



D etails 

llllll 



□ 1: 0 1 5 642 . Cdc42-interacting...[gi:19863471] 



BLink, Domains, Links 



LOCUS 

DEFINITION 

ACCESSION 

VERSION 

DBSOURCE 



KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 

JOURNAL 
REMARK 
REFERENCE 
AUTHORS 



TITLE 
JOURNAL 



Q15642 545 aa linear PRI 15-MAR-2004 

Cdc42-interacting protein 4 (Thyroid receptor interacting protein 
10) (TRIP-10) . 
Q15642 

Q15642 GI: 19863471 

swissprot: locus CIP4_HUMAN, accession Q15642; 
class: standard. 

extra accessions :015184, created: Nov 1, 1997. 
sequence updated: Oct 16, 2001. 
annotation updated: Mar 15, 2004. 

xrefs: gi : 2274965 , gi : 2274966 , gi : 38114664 , gi : 15278147 , gi : 
695375 , gi: 695376 

xrefs (non-sequence databases): GenewHGNC : 12304 , MIM 604504 , 
GO0005737, GO0005515, GO0030036, GO0007165, InterProIPR001060 , 
InterProIPR0014 52, Pf amPF00611 , Pf amPF00018 , ProDomPD000066, 
SMARTSM00055, SMARTSM0032 6, PROSITEPS50133, PROSITEPS50002 
SH3 domain; Coiled coil. 
Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 

1 (residues 1 to 545) 
Aspenstroem, P. 

A Cdc42 target protein with homology to the non-kinase domain of 
FER has a potential role in regulating the actin cytoskeleton 
Curr. Biol. 7, 479-487 (1997) 
SEQUENCE FROM N.A. 

2 (residues 1 to 545) 

Strausberg, R.L. , Feingold, E . A. , Grouse, L.H. , Derge, J.G. , 
Klausner, R. D. , Collins, F . S . , Wagner, L., Shenmen, C . M . , Schuler , G . D . , 
Altschul, S.F. , Zeeberg,B., Buetow,K.H., Schaef er , C . F . , Bhat,N.K., 
Hopkins, R. F. , Jordan, H., Moore, T., Max,S.I., Wang, J., Hsieh,F., 
Diatchenko, L. , Marusina,K., Farmer, A. A., Rubin, G.M., Hong,L., 
Stapleton, M. , Soares, M. B . , Bonaldo, M. F. , Casavant , T . L. , 
Scheetz, T . E . , Browns t ein, M. J. , Usdin, T . B . , Toshiyuki, S . , 
Carninci,P., Prange,C, Raha,S.S., Loquellano, N . A. , Peters, G. J., 
Abramson, R. D. , Mullahy, S . J. , Bosak, S . A. , McEwan, P . J. , 
McKernan, K. J. , Malek, J. A. , Gunaratne, P. H. , Richards, S . , 
Worley,K.C, Hale,S., Garcia, A.M., Gay,L.J., Hulyk,S.W., 
Villalon, D.K. , Muzny, D . M . , Sodergren, E . J. , Lu,X., Gibbs,R.A., 
Fahey,J., Helton, E., Ketteman,M., Madan,A., Rodrigues, S . , 
Sanchez, A., Whiting, M., Madan,A., Young, A. C, Shevchenko, Y . , 
Bouf fard, G.G. , Blakesley, R. W. , Touchman, J. W. , Green, E. D. , 
Dickson, M. C . , Rodriguez, A. C . , Grimwood,J., Schmutz,J., Myers, R.M., 
Butter field, Y. S . N. , Kr zywinski , M. I . , Skalska, U . , Smailus, D. E. , 
Schnerch,A., Schein,J.E., Jones, S. J. M. and Marra,M.A. 
Generation and initial analysis of more than 15,000 full-length 
human and mouse cDNA sequences 

Proc. Natl. Acad. Sci . U.S.A. 99 (26), 16899-16903 (2002) 



http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=protein&val=19 
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MEDLINE 
PUBMED 
REMARK 

REFERENCE 
AUTHORS 
TITLE 



JOURNAL 
MEDLINE 
PUBMED 
REMARK 
COMMENT 



22388257 
12477932 

SEQUENCE FROM N . A. 

TISSUE=Muscle 

3 (residues 1 to 545) 

Lee,J.W., Choi,H.S., Gyuris,J., Brent, R. and Moore, D . D . 

Two classes of proteins dependent on either the presence or absence 

of thyroid hormone for interaction with the thyroid hormone 

receptor 

Mol. Endocrinol. 9 (2), 243-254 (1995) 

95295737 

7776974 

SEQUENCE OF 431-545 FROM N.A. 

On Apr 1, 2002 this sequence version replaced qi : 2499059 . 

This SWISS-PROT entry is copyright. It is produced through a 
collaboration between the Swiss Institute of Bioinf ormatics and 
the EMBL outstation - the European Bioinf ormatics Institute. 
The original entry is available from http: //www. expasy . ch/sprot 
anc * http: / /www. ebi.ac.uk/sprot 



FEATURES 

source 



gene 



Protein 



Region 



Region 



Region 



Region 



[FUNCTION] May act as a link between CDC42 signaling and regulation 
of the actin cytoskeleton . 

[SUBUNIT] Specifically interact with the ligand binding domain of 
the thyroid receptor (TR) . Requires the presence of thyroid hormone 
for its interaction. Binds to CDC42. 

[TISSUE SPECIFICITY] Expressed most abundantly in skeletal muscle, 
heart and placenta, present at lower levels in pancreas, lung, 
liver, and kidney, and barely detectable in brain. 
[SIMILARITY] Contains 1 FCH domain. 
[SIMILARITY] Contains 1 SH3 domain. 

Location/Qualifiers 

1. .545 

/organism="Homo sapiens" 
/db_xref="taxon: 9606" 
1. .545 

/gene= n TRIP10" 
/note=" synonym: CIP4" 
1. . 545 

/gene="TRIP10" 

/product="Cdc42-interacting protein 4" 
1. . 65 

/gene="TRIP10" 
/region_name= " Domain " 
/note-"FCH. " 
101. . 178 
/gene-"TRIP10" 
/ region_name="Domain" 
/note= ,? Coiled coil (Potential)." 
431. .443 
/gene="TRIP10" 
/region_name="Conf lict " 

/note="ARPPDPPASAPPD -> KHPIICRLIHFSN (in Ref. 3)." 
484. .545 
/gene-"TRIP10" 
/r egion_name= " Domain " 
/note="SH3. " 



ORIGIN 



1 mdwgtelwdq fevlerhtqw gldlldryvk fvkerteveq ayakqlrslv kkylpkrpak 
61 ddpeskfsqq qsfvqilqev ndfagqrelv aenlsvrvcl eltkysqemk qerkmhfqeg 



http://www.ncbi.nlm.nih.goW 
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121 rraqqqleng fkqlenskrk ferdcreaek aaqtaerldq dinatkadve kakqqahlrs 

181 hmaeeskney aaqlqrfnrd qahfyfsqmp qifdklqdmd erratrlgag ygllseaele 

241 vvpiiakcle gmkvaanavd pkndshvlie lhksgfarpg dvefedfsqp mnrapsdssl 

301 gtpsdgrpel rgpgrsrtkr wpfgkknktv vtedfshlpp eqqrkrlqqq leersrelqk 

361 evdqrealkk mkdvyektpq mgdpaslepq iaetlsnier lklevqkyea wlaeaesrvl 

421 snrgdslsrh arppdppasa ppdsssnsas qdtkesseep pseesqdtpi ytefdedfee 

481 eptspighcv aiyhfegsse gtismaeged lslmeedkgd gwtrvrrkeg gegyvptsyl 

541 rvtln 



// 



Disclaimer | Write to the Help Desk 
NCBI | NLM 1 NIH 



Mar 24 2004 12:08:16 
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